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PATENTS:  

1.    2004. Global analysis of transposable elements as molecular markers of the developmental potential of stem cells. (# 60/466,801)

2.    2004 Global analysis of transposable elements as molecular markers of cancer. (#60/466,798). 

1. of an Oligonucleotide Microarray for Human Retrotransposon. J.

      McDonald & N. Schubert (PIs). DOD. $  $257,054 (DC).



3. RetroChip - Development of a novel oligonucleotide microarray for human retrotransposons"

$274,847 (direct costs)
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